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Microbiome Results Report
About Tiny Health

Tiny Health is a direct-to-consumer microbiome testing company that offers the
first infant gut health test using shotgun metagenomic sequencing to optimize a
mother’s microbiome during pregnancy and a child’'s microbiome during the first
three years of development.

Tiny Health provides gut microbiome testing for all ages and vaginal microbiome
testing for ages 18 and older, with specific insights tailored for each phase of life:
infants, toddlers, children, and adults. We also have specific insights for those
who are pregnant or trying to conceive.

Our Technology

Instead of more traditional PCR or 16S methods, Tiny Health uses shotgun
metagenomic sequencing, the latest next-gen sequencing technology used in all
current and future microbiome research. Our report produces the highest
resolution and most comprehensive picture of the microbiome compared to any
other microbiome sequencing technology.

All our tests are processed in our clinical-grade CLIA-certified laboratory, which
are required to meet strict quality standards and ensure the accuracy and
reliability of your results.

Results and Interpretation

Attached is a PDF with a user’s microbiome analysis. Tiny Health's web-based
app has a significant number of interactive features that provide rich insight into
individual microbes, deeper dives into the functional capacity of the microbiome
based on test results, and evidence-based recommendation within the action
plan.

All of the reference ranges and conditions biomarkers are based on peer-
reviewed publications and our proprietary databases with over 120k complete
microbial genomes. Our conditions biomarkers show the potential risk generated
from the gut microbiome to each key symptom related to gut health. The intent is
to provide insight into how microbes contribute to each condition. However, other
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genetic or lifestyle factors can influence the condition without the presence of
associated microbes.

For example, a "needs support” flag for eczema does not mean you will not
experience eczema, but that your gut microbiome may likely contribute to that
particular allergic symptom. A flag provides a focus point for you and your health
care provider to consider as a root cause for potential symptoms.

Practitioner Partner Program

Tiny Health is building a network of healthcare practitioners who understand the
significance of infant gut and immune development within the first 1,000 days.

If you are interested, please reach out to practitioners@tinyhealth.com to learn

more.

Website: tinyhealth.com

Instagram: @tiny.health

Our microbiome experts are preparing a review of your results that will highlight
our main recommendations based on your results and survey answers. We will
send you another email when your personal note is ready.

Please do not wait for this to start reviewing your results and action plan - this is
just an extra bonus to help you interpret your report.

Key Insights

Needs support | 4

We recommend taking action to support microbiome health. See the Action Plan for next steps.

Opportunistic Pathogens < Beneficial Bifidobacterium
2 Above Range Below Range

ap Fiber Digestion Overabundant Species

Below Range Above Range

e
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Opportunistic Pathogens

Opportunistic pathogens are ones that may not cause infection in a healthy
person, but can cause dangerous infections in people who have weakened
immune systems such as young babies or pregnant women or people who have
recently taken antibiotics. We want to keep an eye out for these and raise any
flags if we find them at high levels.

ENTEROBACTERIACEAE 1.19%  Typical
KLEBSIELLA ND Absent
KLEBSIELLA PNEUMONIAE ND  Absent
KLEBSIELLA OXYTOCA ND  Absent
SALMONELLA ENTERICA ND  Absent
ESCHERICHIA COLI 0.64%  High
ESCHERICHIA FLEXNERI 0.14%  Borderline
STREPTOCOCCUS 0.32%  Typical
STREPTOCOCCUS AGALACTIAE ND Absent
STAPHYLOCOCCUS ND Absent
PSEUDOMONAS AERUGINOSA ND Absent
HAEMOPHILUS INFLUENZAE ND Absent
HAEMOPHILUS PARAINFLUENZAE ND Absent
ENTEROCOCCUS FAECIUM ND Absent
ENTEROCOCCUS FAECALIS ND Absent
CANDIDA ND Absent
CLOSTRIDIOIDES DIFFICILE ND Absent
ACINETOBACTER BAUMANNII ND  Absent
CAMPYLOBACTER ND Absent
HELICOBACTER PYLORI ND  Absent

Essential to Pass to Baby: Inmune Strength

Bifidobacterium are beneficial microbes that confer a health benefit to your
overall gut health and should dominate your baby's gut in the first 0-12 months by
as much as 20-80%. We've identified 4 specific species that are important for
baby's immune health and that the mom can ideally seed the baby with via a
vaginal birth or breastfeeding, if sufficient levels are detected in the mom.

BIFIDOBACTERIUM
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0.71%

Your levels are low. This is not ideal.

This sample

® 1.00% ©® 3.00% &
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0.71% L .- _‘ ____________________________________

0.40% L _ i

0.00%

HMO-DIGESTING SPECIES
0.00% @

We didn’t detect HMO-degrading Bifidobacterium. This is not ideal.

This sample

)
¥ 0.50% © 1.50% &

https://account.tinyhealth.com/print/ZDV633 5/41



12/28/22,8:27 AM Tiny Health

0.00% | - _. ____________________________________
T
Nov 20
BIFIDOBACTERIUM INFANTIS ND Absent
BIFIDOBACTERIUM BIFIDUM ND Absent
BIFIDOBACTERIUM LONGUM ND Absent
BIFIDOBACTERIUM BREVE ND Absent

Fiber Digestion

Fiber comes in many forms! And your beneficial gut bacteria help to break it down
as it travels through your large intestine. Fiber breakdown results in short-chain
fatty acids (SCFAs) that fight inflammation and energize cells lining the gut wall.
In this section, we look at all the bacterial genes involved in fiber breakdown and
calculate the potential of your microbiome to digest fiber.

CELLULOSE

737.13 o

Your potential to digest cellulose is low. This is not ideal

This sample

®
& 876.00 &
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7378 L i .' ....................................

400.00 L - - el

0.00

RESISTANT STARCH
3416.26 @

Your potential to digest resistant starch is typical. This is good

This sample

(D) 2135.00
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3416.26 L .. .' ....................................

1800.00 L _ - e

0.00

683.42 o

Your potential to digest chitin is typical. This is good

This sample

(%) 374.00 &
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683.42 | .. .' ....................................

400.00 L - - el

0.00

176.06 o

Your potential to digest pectin is low. This is not ideal

This sample

218.00 @

©|
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176.06 | - il _‘ ____________________________________
90.00 L L il
0.00 :
Nov 20

Overabundant Species

A wide diversity of microbes is key to a healthy gut. And ideally, these microbes
are evenly distributed; that is, they have similar relative abundances, especially
those at the top of the list. However, sometimes one species takes up too much
space and becomes overabundant. In this section we look at your top three
species and key variable bacteria that, at low amounts, contribute to gut health,
but at high levels have the potential to cause trouble. If we detect that any of your
top three species may be overabundant click on Overabundant species to find out
which species.

AKKERMANSIA 14.12%  Very High

Okay results

Nothing necessary to do at this time. Keep an eye on these measures or take optional next steps.

Antibiotic Resistance Gut Inflammation

Signature Toutof3
Continue to Monitor

Microbiome Diversity Metabolic Health

Moderate Present

Anti-inflammatory Markers

Moderate

Antibiotic Resistance Signature

When used correctly, antibiotics help control infections and prevent serious
health consequences. But these drugs also have an unintended impact on the

microbiome, reducing the levels of both good and bad bacteria in the gut. As your
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gut microbiome begins to recover from antibiotics, the first to grow back will be
the unfriendly, antibiotic-resistant bacteria. And while beneficial bacteria will also
gain ground eventually, this can be a slow process, and sometimes your gut won't
return to its previous state. In this section we track different signatures of
antibiotic use and let you know if you're back to baseline or if your gut might need
some extra help.

ABUNDANCE INDEX
o
0.08

This index is low. That is good.

This sample

¢
0.10 ® 0.30 ®
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0.08 | . _‘ ____________________________________

0.04 L il

0.00

RICHNESS INDEX

0.23

This index is typical. This is okay.

This sample

¢ C—
& 0.10 © 0.30 (%)
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0.23 | e _‘ ____________________________________
0.12 L i
0.00 :

Nov 20

Gut Inflammation

The inside of your gut is covered by a protective layer of mucus that is
continuously degraded and renewed by gut bacteria. This layer prevents gut
contents and bacteria from reaching the rest of your body. Some mucus-
degrading and hydrogen sulfide-producing species may weaken your gut barrier
if present at high levels. This can give other microbes and molecules like hexa-
LPS a chance to slip through and contribute to infection, inflammation, and
metabolic disorders like obesity and type 2 diabetes [1]. As an adult, if 2-3 out of
3 of these metrics are high, you might consider taking action to reduce
inflammation. If 1 out of 3 of these metrics are high, you should keep them in
check. If all metrics are low, you're all clear and have no signs of gut inflammation!

HEXA-LPS SPECIES
o
1.19%

Your levels are typical. Something to keep an eye on!

This sample

®
& 0.10% © 2.00% ®
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119% L " ____________________________________

06090 L - o e

0.00%

MUCUS-DEGRADING SPECIES
o
0.21%

Your levels are low. This is great!

This sample

°®
& 1.00% © 5.00% P
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0.21% L i _‘ ____________________________________

L0t e

0.00%

HYDROGEN SULFIDE-PRODUCING SPECIES
o
1.06%

Your levels are high. This is not ideal.

This sample

®
& 0.10% (D) 0.50% D

https://account.tinyhealth.com/print/ZDV633 15/41



12/28/22,8:27 AM Tiny Health

1.06% L - eeeea-. _‘ ____________________________________
0.60% L e
0.00% |

Nov 20

Microbiome Diversity

Alpha-diversity is a measure of the richness and evenness of bacterial species in
your gut. The more variety you have, and the more evenly spread out the relative
abundances of these species are, the more likely you have a healthy metabolism
and immune system. So as an adult, you want as high a diversity as possible. This
can be achieved by eating a wide range of plant-based foods that is diverse in its
source. Things that will negatively impact alpha-diversity are antibiotics, a low-
diversity diet, and inflammation. In children, too much hygiene can also have a
negative effect, so watch out for harsh household cleaners and overusing those
hand sanitizers!

SHANNON DIVERSITY
o
6.45

Your diversity is typical. This is good!

This sample

¢
® 5.00 ©® 6.50 &
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B.45 | o ieee. _‘ ____________________________________
4,00 L i
0.00 :

Nov 20

Metabolic Health

Akkermansia bacteria help keep the gut barrier strong and your metabolism in
check [1], [2], [3]. Your gut lining includes a mucus layer that acts as the first line
of defense for your gastrointestinal system. Akkermansia are very good at taking
care of this mucus layer, by getting rid of old mucus and helping you make more

[1].

AKKERMANSIA
14.12% °

Your levels are very high. This is not ideal.

This sample

o
©®  050% & 5.00% ®

https://account.tinyhealth.com/print/ZDV633 17/41



12/28/22,8:27 AM Tiny Health

14.12% L - e _‘ ____________________________________
8.00% L el
0.00% |

Nov 20

Anti-inflammatory Markers

Butyrate is a short-chain fatty acid (SCFA) produced by beneficial gut bacteria
that digest dietary fiber. Think of high butyrate levels as a biomarker for good
metabolic health. It has widespread health benefits including: a) Feeding your gut
lining, b) Keeping your blood sugar levels steady, c) Likely discouraging colon
cancer. If your little one's butyrate levels are low, consider that a nudge to add
more fiber (leafy green vegetables and high fiber fruits) to their meals.

BUTYRATE-PRODUCING SPECIES
o
18.04%

Your levels are typical. This is good!

This sample

®
® 10.00% @ 20.00% &
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18.04% L .. _‘ ____________________________________

10.00%

0.00%

FAECALIBACTERIUM
o
7.24%

Your levels are typical. This is great!

This sample

D )
@ 5.00% (@] 10.00% &
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724% | e _‘ ____________________________________
4000 L e
0.00% |
Nov 20

Great results 4

Nothing to change. Stay the course!

« Parasites and Infection
Not detected

& Common Probiotic Species
3 Detected

Parasites and Infection

Parasites and these organisms that cause infection are relatively rare to find in the
United States, but they can cause severe symptoms and complications. It's good

SCFAs Production
High

Histamine

Production Beta
Not Detected

to keep an eye out for them, and if something is flagged, you might consider

getting tested through your medical provider.

BLASTOCYSTIS
CRYPTOSPORIDIUM
ENTAMOEBA HISTOLYTICA
ENTAMOEBA DISPAR
GIARDIA
YERSINIA ENTEROCOLITICA
YERSINIA PESTIS
VIBRIO

VIBRIO CHOLERAE

SCFAs Production

https://account.tinyhealth.com/print/ZDV633

ND

ND

ND

ND

ND

ND

ND

ND

ND

Absent

Absent

Absent

Absent

Absent

Absent

Absent

Absent

Absent
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Short-chain fatty acids (SCFAs) are key metabolites produced by the good
bacteria in your gut as they break down dietary fibers and resistant starch. SCFAs
are the favorite energy source of intestinal cells, and as such they contribute to a
healthy gut barrier. In this section, we look at all the bacterial genes involved in
SCFA production and calculate the potential of your microbiome to produce these
beneficial metabolites.

1761.60 o

Your potential to produce butyrate is high. This is great!

This sample

¢
@ 968.00 ©® 1607.00 &
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1761.60 L .. _‘ ____________________________________

900.00 L — — o L
0.00 .
Nov 20

PROPIONATE
851.33 o
Your potential to produce propionate is typical. This is good
C
() 699.00 @ 967.00 ()
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851.33 Ll .. ....................................

B500.00 L L il

0.00

1213.28 o

Your potential to produce acetate is typical. This is good

This sample

© 880.00 ® 1218.00 &
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1213.28 | e _‘ ____________________________________
700.00 L il
0.00 :
Nov 20

Common Probiotic Species

It's hard to know if your probiotic is working for you. In this section, we look at
common probiotic species and see if we can find them in your gut. In adults, many
probiotics are transient. This means that they come and go, without colonizing
the gut. So if you don't see the probiotic species you're currently taking, this is
why. It's also worth noting that it's possible to get these probiotic species from
food, family, and the environment.

LACTIPLANTIBACILLUS PLANTARUM 0.05% Present
BIFIDOBACTERIUM ANIMALIS 0.69%  Present
STREPTOCOCCUS THERMOPHILUS 0.53%  Present

Histamine production [BETA]

Histamine is a chemical that plays an important role in immune regulation, the
nervous system, and gut function. Most of the histamine that circulates in the
body is produced by human cells or comes from food. But it's also produced by
some intestinal bacteria. Having high levels of histamine-producing gut bacteria
may increase the circulating levels of this chemical, leading to symptoms of
histamine intolerance in some people.

HISTAMINE-PRODUCING SPECIES
o
0.00%

We did not detect this. This is good!

This sample

o
@b.10% (%)
0.05%
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0.00%

Tiny Health

Other insights | 7

These don't have ranges, but can help you understand your microbiome.

L4

¥ Major Bacterial Phyla BeTa

> Methane Producers BeTa

Preeclampsia
Associations BETA

Urinary Tract Infections
(UTls) Associations BETA

Major Bacterial Phyla [BETA]

Common Microbiome
Members

Polycystic Ovary
Syndrome (PCOS)
Associations BeTA

Small Intestinal Bacterial
Overgrowth (SIBO)
Associations BeTa

The human gut contains an abundant and diverse microbial community. Within
this community are over 100 trillion microbes, including bacteria, viruses, fungi
and parasites. Among these, bacteria are the most well studied [1]. The most
commonly seen bacterial phyla in the gut microbiome include Bacteroidota,
Firmicutes, Actinobacteriota, Proteobacteria, and Fusobacteriota, which represent
>90% of the gut microbiota, and over 160 different species [2].

BACTEROIDOTA
FIRMICUTES

https://account.tinyhealth.com/print/ZDV633

21.37%  Typical

55.68%  Typical
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ACTINOBACTERIOTA 4.29%  High
PROTEOBACTERIA 1.65%  Typical
FUSOBACTERIOTA ND Absent

Common Microbiome Members

These microbes are commonly found in many healthy microbiomes around the
world. Having them in typical ranges can often be a good sign, but don't worry if
you or your baby don't have them all. Plenty of healthy people don't.

BACTEROIDES
5.39% o

We detected Bacteroides in your sample.

This sample

®
©® 100.00%
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5.39% | . _‘ ____________________________________
B.00%% L il
0.00% :
Nov 20
BACTEROIDES FRAGILIS 0.18% Low
PREVOTELLA

0.07%

Your levels are low. This is not ideal.

This sample

®
@.50%

https://account.tinyhealth.com/print/ZDV633

& 40.00%

27/41



12/28/22,8:27 AM Tiny Health

0.07% . _‘ ____________________________________

0.04% L i

0.00%

RUMINOCOCCUS
2.09% o

Your levels are low. This may be okay.

This sample

© 4.00% ()
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2.09% L . _‘ ____________________________________

1.10% 4

0.00%

RUMINOCOCCUS GNAVUS ND Absent

7.56% o

Your levels are high. This is great!

This sample

®
® 1.00% &

https://account.tinyhealth.com/print/ZDV633 29/41



12/28/22,8:27 AM Tiny Health

7.56% L . _‘ ____________________________________

4.00%

0.00%

0.19% o

Your levels are typical. This is great!

This sample

®
© 0.10% &
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0.19% L - ieeee. _‘ ____________________________________
0. 100 L o e
0.00% |
Nov 20
PHOCAEICOLA DOREI 2.51% Typical

Methane Producers [BETA]

Methane is an odorless gas produced by archaea in your gut. It stimulates the
breakdown of fibers into short-chain fatty acids. Emerging research suggests that
methane also stimulates the production of GLP-1, a hormone that helps control
glucose levels. While methane production is beneficial for gut health, studies in
adults suggest that high levels of methane producers may contribute to
constipation, but the science is still developing. The most common methane
producer in the human gut is Methanobrevibacter smithii.

METHANOBREVIBACTER SMITHII 0.23%  Typical

Polycystic Ovary Syndrome (PCOS) Associations

Polycystic ovary syndrome (PCOS) represents a hormone imbalance affecting
ovulation. In addition to being a reproductive disease, PCOS is also associated
with a wide range of metabolic disorders. Women with PCOS have a high risk of
developing obesity, diabetes, metabolic syndrome, nonalcoholic fatty liver
disease, cardiovascular disease, and endometrial cancer. Recent studies have
shown that the gut microbiome of those with PCOS has unique differences when
compared to a healthy gut [1],[2]. In this section, we look at the bacteria linked to
a reduced and an increased risk of PCOS. Microbes with levels in green are
associated with women who have not been diagnosed with PCOS.

BACTEROIDES 5.39% Present
BACTEROIDES FRAGILIS 0.18%  Low
PHOCAEICOLA VULGATUS 1.40%  Typical
PREVOTELLA STERCOREA ND  Absent
CATENIBACTERIUM ND Absent
DIALISTER SUCCINATTIPHILUS ND  Absent
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ERYSIPELOTRICHACEAE
KANDLERIA
PLANOCOCCACEAE
RUMINOCOCCUS GNAVUS
PROTEOBACTERIA
CHRISTENSENELLACEAE
ROSEBURIA

Preeclampsia Associations [BETA]

0.08%

ND

ND

ND

1.65%

0.07%

0.19%

Absent
Absent
Absent
Absent
Typical
Absent

Typical

Preeclampsia, or toxemia, is a condition that affects some pregnant women. It
typically shows up during the second half of pregnancy (from 20 weeks) or soon
after a mother delivers her baby. It is characterized by high blood pressure,
protein in the urine, and swelling in the legs, feet, and hands [1]. Although many

cases are mild, preeclampsia can lead to serious complications for a mom and her

baby if it's not monitored and treated. The exact cause of preeclampsia is not yet
known. But women with preeclampsia often have biomarkers for less than optimal

gut health, such as reduced gut bacteria diversity and gut imbalances [2], [3], [4].
In this section, we look at the bacteria linked to a reduced and an increased risk of

preeclampsia during pregnancy. Microbes with levels in green are associated with

women who have not been diagnosed with preeclampsia.

BULLEIDIA MOOREI
CLOSTRIDIUM PERFRINGENS
FUSOBACTERIUM
VEILLONELLA

AKKERMANSIA
COPROCOCCUS
FAECALIBACTERIUM

ND
ND
ND
ND
14.12%

1.23%

7.24%

Small Intestinal Bacterial Overgrowth (SIBO) Associations

Absent
Absent
Absent
Absent
Very High
High

Typical

Small intestinal bacterial overgrowth (SIBO) is a condition where there is an
abnormal and excessive growth of bacteria in the small intestine [1]. The cause of
SIBO is not yet clear. It's usually linked to gut troubles such as bloating, increased
gas, abdominal discomfort, diarrhea or constipation, unintended weight loss due
to malnutrition, and vitamin and mineral deficiencies. SIBO can be related to
bacteria that make hydrogen gas or archaea that make methane gas, such as M.

smithii [2].

https://account.tinyhealth.com/print/ZDV633
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METHANOBREVIBACTER SMITHII 0.23%  Typical

Urinary Tract Infections (UTIs) Associations

Urinary tract infections (UTIs) are caused by unfriendly bacteria that travel from
the vagina or the gut and into the urinary tract. Once there, these unwanted
guests grow and cause inflammation. In most cases we can blame Escherichia coli
for this, but many other bacteria also cause UTlIs [1]. You can read more about
UTlIs here. In this section, we look at the bacteria linked to a reduced and an
increased risk of UTIs. Microbes with levels in green are associated with women
who do not have recurrent UTls.

ESCHERICHIA COLI 0.64%  High
KLEBSIELLA PNEUMONIAE ND Absent
PROTEUS MIRABILIS ND Absent
PSEUDOMONAS AERUGINOSA ND Absent
ENTEROCOCCUS ND  Absent
ENTEROCOCCUS FAECALIS ND Absent
STAPHYLOCOCCUS SAPROPHYTICUS ND Absent
STAPHYLOCOCCUS AUREUS ND Absent
STREPTOCOCCUS AGALACTIAE ND Absent
AKKERMANSIA 14.12%  Very High
FAECALIBACTERIUM 7.24%  Typical
BLAUTIA 7.56%  High
ANAEROBUTYRICUM HALLII 0.48%  Typical

Gut microbiome breakdown

H8% beneficial in Richard

Richard, 57 yrs old sampled on November 21st 2022 Compare sample

Microbe Species

Filter for:

BENEFICIAL VARIABLE UNFRIENDLY
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Akkermansia sp001580195 6.855% @ v
Akkermansia sp004167605 6.133% @v
Odoribacter massiliensis 3.024% @
CAG-83 sp001916855 2.788% @ v
Faecalibacterium prausnitzii_C 2.583% @v
Blautia_A sp000436615 2.545% @ v
Phocaeicola dorei 2514% @~
Bacteroides uniformis 2.480% @
Fusicatenibacter saccharivorans 2477% @~
Faecalibacterium prausnitzii 2.391% @v
Odoribacter laneus 1.999% @
Blautia_A obeum 1.479% @~
Phocaeicola vulgatus 1.400% @ v
UBA11774 sp003507655 1.343%
Blautia_A faecis 1.330% @v
Phil1 sp001940855 1.276%
Coprococcus eutactus_A 1.154% @~
Akkermansia muciniphila 1.108% @ v
Barnesiella intestinihominis 1.082% @
CAG-83 sp000435555 1.055%
Gemmiger qucibialis 1.046% @v
Mediterraneibacter faecis 1.041% @v
Bacteroides cellulosilyticus 1.035% @v
Ruminococcus_E sp900314705 0.978% v
Faecalibacterium prausnitzii_D 0.919% @v
CAG-170 sp002404795 0.915% v
ER4 sp000765235 0.913%
SFELO1sp004557245 0.829%
CAG-217 sp000436335 0.805%
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CAG-83 sp900545585 0.736%
Alistipes communis 0.717% @
UBA1417 sp003531055 0.692% v
Bifidobacterium animalis 0.685% @ v
Phocaeicola massiliensis 0.677% @~
Bilophila wadsworthia 0.669% @ v
Alistipes finegoldii 0.668% @ v
Blautia_A massiliensis 0.644% @~
Faecalibacterium prausnitzii_A 0.631% @~
UBA7173 sp900545955 0.616% v
CAG-177 sp003514385 0.612% @
Angelakisella sp900547385 0.609%
CAG-349 sp003539515 0.597% v
Blautia_A wexlerae 0.576% @ v
UMGS1375 sp900066615 0.576%
Pyramidobacter piscolens_A 0.574%
CAG-170 sp000432135 0.561%
Ruminococcus_C sp000980705 0.540% @ v
Streptococcus thermophilus 0.534% @~
CAG-1427 sp000435675 0.519%
KLE1615 sp900066985 0.516% v
Bacteroides ovatus 0.486% @ v
Anaerobutyricum hallii 0.476% @
Acetatifactor sp900066565 0.473% @~
CAG-83 sp003539495 0.468%
Evtepia gabavorous 0.463%
Anaerostipes hadrus_A 0.450% @ v
Dysosmobacter sp001916835 0.444%
UBA11524 sp000437595 0.437% v
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Parabacteroides distasonis 0.421% @~
Anaerostipes hadrus 0.386% @ v
Dialister hominis 0.365% @
UBA738 sp003522945 0.365%
Desulfovibrio fairfieldensis 0.352%
Bacteroides caccae 0.352% @~
Escherichia coli_D 0.336% @ v
Alistipes shahii 0.325% @
SFFHO1 sp900542395 0.317%
Cloacibacillus evryensis 0.313%
Dorea formicigenerans 0.311% @~
Gemmiger sp900539695 0.290% @
Parabacteroides merdae 0.281% @~
Faecalibacterium prausnitzii_G 0.273% @~
CAG-83 sp000435975 0.270%
PeH17 sp000435055 0.269% @ v
Blautia_A wexlerae_A 0.269% @ v
Ruthenibacterium lactatiformans 0.269% @~
Parabacteroides distasonis_A 0.268% @ v
CAG-170 sp900545925 0.261%
CAG-170 sp003516765 0.259%
Gemmiger formicilis 0.244% @~
Lachnospira sp003451515 0.244% @
Dorea_A longicatena 0.236% @ v
Collinsella sp900541695 0.235% @
UBA5446 sp900544295 0.231%
Ruminococcus_D bicirculans 0.223% @~
Bacteroides xylanisolvens 0.220% @~
Escherichia dysenteriae 0.216% @ v
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UBA11452 sp003526375 0.211%
Agathobaculum butyriciproducens 0.206% @
Methanobrevibacter_A smithii_A 0.197% @~
Collinsella sp002232035 0.195% @ v
Parabacteroides sp900541965 0.195% @
Flavonifractor plautii 0.187% @~
Blautia_A sp003480185 0.185% @ v
UBA11471 sp000434215 0.178%
Agathobaculum sp003481705 0.177%
Bacteroides thetaiotaomicron 0.177% @~
Tidjanibacter inops_A 0.177% v
Collinsella aerofaciens_F 0.172% @~
CAG-110 sp003525905 0.167%
Butyricimonas sp900184685 0.164% @
Gordonibacter pamelaeae 0.162%
Dysosmobacter welbionis 0.162% @ v
Escherichia coli 0.161% @ v
Aqgathobacter rectalis 0.160% @ v
Anaerostipes hadrus_B 0.160% @ v
CAG-41sp900066215 0.160% v
Intestinimonas massiliensis 0.151%
Phascolarctobacterium faecium 0.149% @
Escherichia flexneri 0.145% @~
Faecalibacterium sp900539945 0.145% @
Escherichia coli_C 0.141% @~
Bacteroides fragilis 0.137% @~
51-20 sp001917175 0.137%
Bariatricus comes 0.137% @
TFO1-11sp003529475 0.132% @
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Ruminococcus_A sp003011855 0.131%
Mediterraneibacter lactaris 0.130% ® v
SFHKO1 sp004556395 0.125%
Hungatella sp005845265 0.121% v
Gemmiger sp900540595 0.119% @~
ER4 sp900317525 0.118%
Mailhella sp900541395 0.114%
Parabacteroides johnsonii 0.111% @
CAG-81sp900066785 0.106%
Streptococcus sp001556435 0.102% @~
UBA3402 sp003478355 0.101%
Blautia_A sp900066505 0.101% @ v
Collinsella sp003436275 0.099% @
Alistipes onderdonkii 0.098% @ v
UBA7173 sp900546835 0.098%
CAG-103 sp000432375 0.098% @ v
Blautia_A sp900066355 0.097% @~
Adlercreutzia equolifaciens 0.096%
Eubacterium callanderi 0.095% @
Victivallis sp002998355 0.094%
Adlercreutzia celatus_A 0.093%
Flavonifractor sp000508885 0.092% @~
Collinsella sp900758375 0.092% @
Alistipes_A ihumii 0.088% @
ER4 sp003522105 0.088%
Clostridium_Q sp003024715 0.088%
Eqqerthella lenta 0.086% @ v
Streptococcus salivarius 0.085% @ v
Bacteroides salyersiae 0.085%
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Alistipes_A indistinctus 0.085% @
Alistipes sp900541585 0.084% @
BX12 sp014333425 0.083%
Enterobacter asburiae_B 0.083% @
Faecalibacillus intestinalis 0.082% @
Gordonibacter urolithinfaciens 0.082%
Bacteroides sp900556215 0.082% v
Faecalibacterium sp900539885 0.080% @ v
CAG-81sp900066535 0.080%
Methanomassiliicoccus_A intestinalis 0.076%
Monoglobus pectinilyticus 0.075%
Roseburia intestinalis 0.075% @ v
CAG-1427 sp900538545 0.073%
CAG-603 sp900066105 0.073%
Intestinimonas butyriciproducens 0.072% @
Odoribacter splanchnicus 0.072% @~
Roseburia inulinivorans 0.070% @ v
Blautia_A obeum_B 0.070% @~
Collinsella sp900554155 0.070% @
Lachnospira eligens_A 0.068% @ v
Enterocloster bolteae 0.068% @ v
Parasutterella excrementihominis 0.068% @
Ruminococcus_E bromii_B 0.067% @~
Collinsella sp900544095 0.066% @
CAG-110 sp000434635 0.065%
Firm-11 sp900548145 0.064%
Firm-11 sp900550955 0.064%
RUGO013 sp001486445 0.063%
Lawsonibacter sp014287875 0.062%
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CAG-177 sp003538135 0.061%
Faecalibacterium prausnitzii_J 0.060% @ v
CAG-194 sp000432915 0.060%
UBA9475 sp900549885 0.058%
UBA1206 sp000433115 0.058%
Butyricimonas paravirosa 0.058% @ v
Oxalobacter formigenes 0.057%
Blautia_A sp003471165 0.057% @~
UMGS902 sp003343845 0.057%
Lachnospira sp900316325 0.056% @
Butyricimonas virosa 0.056% @
UBA9502 sp003480315 0.056%
Phocaeicola sp900554435 0.056% @ v
Collinsella sp900549085 0.055% @
Acutalibacter sp000435395 0.055%
Dorea_A longicatena_B 0.053% @ v
CAG-83 sp900554275 0.053%
Lactiplantibacillus plantarum 0.052% @~
CAG-81sp000435795 0.052%
Harryflintia acetispora 0.051%
Collinsella aerofaciens_G 0.051% ®~v
CAG-170 sp000436735 0.050%
Lawsonibacter asaccharolyticus 0.050%

Conditions: Microbiome Biomarkers

Our condition biomarkers show you your microbiome signature and if it is
associated with increased risk of developing one of these conditions later in life.
And if it is, what you can do about it.
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Asthma

This biomarker is available for baby gut samples, from birth to 12 months old.

Food Allergy

This biomarker is available for baby gut samples, from birth up to 36 months
(3 years) old.

Eczema

This biomarker is available for baby gut samples, from birth to 6 months old.

Atopic March

This biomarker is available for baby gut samples, from birth to 12 months old.

Gestational Diabetes Mellitus

This biomarker is available for pregnancy and TTC stool samples.

Preterm Birth

This biomarker is available for pregnancy and TTC vaginal samples.

Note: this report is not a diagnosis. It reflects the results of a wellness test. The microbes
we talk about in your report, and their associations, are based on emerging scientific

research. Feel free to share this with your pediatrician or OBGYN.

These insights are determined by evaluating current research and may change over time to
reflect the most up to date research available. Additional sections appear as we launch new

insights. Insights marked BETA are new sections that are still in development.
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